If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately and investigate your claim. Betanodaviruses are responsible for a severe neuropathological disease known as Viral Nervous Necrosis (VNN) that can affect a broad range of fish species worldwide. Betanodavirus genome consists of two single stranded positive sense RNA molecules, which are susceptible to reassortment events. The phylogenetic analysis of both genetic segments allowed the identification of at least four betanodavirus genotypes, namely RGNNV, SJNNV, BFNNV, TPNNV, as well as the two reassortants RGNNV/SJNNV and SJNNV/RGNNV. The infectivity of betanodavirus to an increasing number of fish species, its wide geographical extent and its economical and ecological impact, highlight the need of a platform for sharing epidemiological and molecular data. Fishpathogens.eu is a website developed and maintained by the European Union Reference Laboratory for Fish Diseases (EURL-FISH). It has been previously launched for Viral Haemorrhagic Septicaemia (VHS) and Infectious Haematopoietic Necrosis (IHN), and have proven to be a valuable tool for experts targeted research. With the aim of collecting molecular and epidemiological information on betanodavirus, relevant for its control and research study, we extended FishPathogens.eu to also comprise VNN. The present database is going to be a useful tool to better understand betanodavirus diffusive dynamics and ecological features, as well as VNN epidemiology. 
